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Session 48 - Paradigms for Systems Biology - Invited Session Only (T4001)
Chair: Ranjan Srivastava
Vice Chair: Sean Palacek

48a

48b

48c
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The Transcriptional Program of Early Sporulation and Stationary Phase Events in

Clostridium Acetobutylicum
Eleftherios T. Papoutsakis
Keith V. Alsaker

Engineering the Global Regulatory Networks of Cells
Hal S. Alper
Gregory Stephanopoulos

Signaling in Biofilms: Regulation and Biofilm Inhibitors
Andres Barrios

Youngsoon Um

Moshe Herzberg

Joanna Domka

William E. Bentley

Thomas K. Wood

Tbha
Jay D. Keasling

Session 149 - Synthetic Systems Biology (T4004)
Chair: Christina Smolke
Vice Chair: Jay D. Keasling

149a
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149c

Construction and Evolution of an Artificial Microbial Symbiotic System
Nikos Reppas

Xiaoxia (Nina) Lin

Jay Shendure

Greg Porreca

George M. Church

Sources of Switch-like Behavior in Simple and Complex Biochemical Networks:
Understanding the Action of a Cancer Target, Dihydrofolate Reductase

Martin R. Feinberg

Yangzhong Tang

Gheorghe Craciun

Jeffrey Chalmers

Timothy Mitchison

Benefits and Costs of Improving Stress Tolerance
Jeanne M. Bonomo
Ryan T. Gill




149d
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149f

1499

Tuning Resistance in the Map Kinase Pathway: Lessons for Synthetic Biology from a
Developmental Network in C. Elegans

Claudiu Giurumescu

Stephen Chapman

Anand R. Asthagiri

A Synthetic E.Coli Predator-Prey System
Jun Ozaki

Matthew Barnet

Cynthia H. Collins

Frances H. Arnold

Lingchong You

A Synthetic Gene-Metabolic Oscillator
Eileen Fung

Wilson W. Wong

Jason K. Suen

Thomas Buelter

Sungu Lee

James C. Liao

Directed Directed Evolution: a Simple Method for Incorporating Sequence Information to
Improved Directed Evolution Experiments

Kyle L. Jensen

Hal Alper

Curt Fischer

Gregory Stephanopoulos

Session 244 - Proteomic Approaches to Systems Biology (T4003)
Chair: Eric Shusta
Vice Chair: Phillip C. Wright

244a
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244c

Towards a Systems Biology Understanding of the Dynamics of Synechocystis Sp. Pcc 6803
during Light-Dark Cycling

Chee Sian Gan

Adam M. Burja

Kenneth F. Reardon

Phillip C. Wright

Profiling and Quantitative Analysis of Protein Expression Controlled by Type Ill Secretion
System of the Plant Pathogen Pseudomonas Syringae Pv. Tomato Dc3000
Dacheng Ren

Leila H. Choe

Erin J. Finehout

Philip Bronstein

Thomas K. Wood

Alan Collmer

Kelvin H. Lee

David Schneider

Samuel Cartinhour

Integrating Genomic, Transcriptomic and Proteomic Information to Understand
Rhsa Function

Kunal Aggarwal

Leila H. Choe

Kelvin H. Lee
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Solution Phase Reaction Microarrays for Protease Substrate Specificity Determination
Dhaval N. Gosalia

Cleo Salisbury

Jonathan Ellman

Scott L. Diamond

Digital Devices for the Identification and Quantification of Large Sets of Biomolecules Using
Engineered Nucleic Acid Sensors

Travis S. Bayer

Christina Smolke

Profiling Membrane Protein Composition of the Brain Microvasculature Using Combinatorial
Antibody Libraries

Eric Shusta

Xin Xiang Wang

Session 295 - Genomic Approaches to Systems Biology (T4002)
Chair: Peter Woolf
Vice Chair: Nimish Dalal

295a

295b

295¢c

295d

295e

295f

Systems Analysis of Context-Dependent Epidermal Growth Factor Receptor Signaling in the
Circadian Pacemaker

Daniel E. Zak

Haiping Hao

Gregory M. Miller

Rajanikanth Vadigepalli

Babatunde A. Ogunnaike

James S. Schwaber

Automated Quantification of a Novel Multiplexed Qpcr Assay
Gregory J. Boggy

Raghunandan M. Kainkaryam

Peter J. Woolf

Dynamic Transcriptional Profiling Analysis of Arabidopsis Thaliana under Co, and
Nacl Stress

Bhaskar Dutta

Harin H Kanani

John Quacknebush

Maria | Klapa

Engineering Virus Growth by Gene-Order Permutation
Kwang-il Lim

Vy Lam

Tobias Lang

John Yin

A Generic Motif Discovery Algorithm for Diverse Biomolecular Data
Kyle L. Jensen

Mark Styczynski

Gregory Stephanopoulos

Finding Distinct Clusters in Gene Expression Data Using Similarity in Principal Component
Subspaces

Sudhakar Jonnalagadda

Rajagopalan Srinivasan



295¢g Characterizing Transcriptional Responses by Condition-Specific Profiling of
Functional Classes
Dipen Sangurdekar
Friedrich Srienc
Arkady Khodursky

Session 383 - In Silico Systems Biology: Part | (T4005)
Chair: Jeffrey D. Varner
Vice Chair: Ranjan Srivastava

383a Model-Reduction by Simultaneous Determination of Network Topology and Parameters:
Application to Modules in Biochemical Networks
Mano R. Maurya
Scott J. Bornheimer
Venkat Venkatasubramanian
Shankar Subramaniam

383b Biological Network Design Principles: Discovery through Optimization
Bambang Adiwijaya
Paul I. Barton
Bruce Tidor

383c Understanding the Ultrasensitive Responses of Tricyclic Cascade Networks
Theodore R. Rieger
Vassily Hatzimanikatis

383d Inferring Transcription Factor Activities with a Probabilistic Framework of Hidden
Markov Model
Zheng Li
Stephen M. Shaw
Matthew J. Yedwabnick
Christina Chan

383e Isochron-Based Phase Sensitivity Analysis of Oscillatory Biological Systems
Rudiyanto Gunawan
Francis J. Doyle Il

383f Markov Chain Modeling of Pyelonephritis-Associated Pili Expression in Uropathogenic
Escherichia Coli
Laura R. Jarboe
Baiyu Zhou
David Beckwith
James C. Liao

Session 504 - In Silico Systems Biology : Part Il
Chair: Jeffrey D. Varner
Vice Chair: Ranjan Srivastava

504a Elementary Modes and Cybernetic Mechanisms: a Systems-Level Approach for Modeling
Biological Regulation
Jamey D. Young
Doraiswami Ramkrishna

504b A Hybrid Model of Metabolic Networks: Cybernetic Approach with Elementary Mode Analysis
Jin Il Kim
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Sensitivity of Cybernetic Models to Variability in Microarray Data
Corey A. Leclerc
Jeffrey D. Varner

An Optimization Framework for Elucidating Maximization Hypotheses in Metabolic Network
Flux Distribution

Priti Pharkya

Anthony P. Burgard

Costas D. Maranas

Using Flux Balance Analysis to Estimate Qualitative Changes in Gene Expression Profile
Purusharth Prakash
Jeremy S. Edwards

Coregulation Patterns in Clostridium Acetobutylicum
Carlos J. Paredes

Keith V. Alsaker

Eleftherios T. Papoutsakis
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